Abstract: For statistical evaluations that involve within-group and between-group variance components (denoted σ 2 W and σ 2 B , respectively), there is sometimes a need to monitor for a shift in the mean of time-ordered data. Uncertainty in the estimatesσ 2 W andσ 2 B should be accounted for when setting alarm thresholds to check for a mean shift as both σ 2 W and σ 2 B must be estimated. One-way random effects analysis of variance (ANOVA) is the main tool for analysing such grouped data. Nearly all of the ANOVA applications assume that both the within-group and between-group components are normally distributed. However, depending on the application, the within-group and/or between-group probability distributions might not be well approximated by a normal distribution. This review paper uses the same example throughout to illustrate the possible approaches to setting alarm limits in grouped data, depending on what is assumed about the within-group and between-group probability distributions. The example involves measurement data, for which systematic errors are assumed to remain constant within a group, and to change between groups. The false alarm probability depends on the assumed measurement error model and its within-group and between-group error variances, which are estimated while using historical data, usually with ample within-group data, but with a small number of groups (three to 10 typically). This paper illustrates the parametric, semi-parametric, and non-parametric options to setting alarm thresholds in such grouped data.
Introduction
Many applications involve testing for a shift in the mean of a probability distribution for a random quantity. Any such test will have a false alarm probability (FAP) and a failure-to-detect-the-shift probability. This review paper uses the same example application throughout to illustrate the possible approaches to setting alarm thresholds in measurement data that have both systematic and random error components. The International Atomic Energy Agency (IAEA) verification data that are collected to monitor for possible nuclear material diversion is the example [1, 2] . Such verification data from IAEA inspections often consist of paired data (usually operators' declarations and inspectors' verification results) that are analyzed to detect the significant differences. Any significant difference could arise due to a problem with the operator and/or inspector measurement systems, or due to the operator falsifying the data in an attempt to mask diversion; such a falsification would cause a mean shift between the operator declaration and the corresponding inspector measurement. Paired data from past inspections are used to estimate the alarm limits, and each inspection period is regarded as a group within which the measurements are assumed to have the same systematic error due to calibration and other effects [1] [2] [3] . The corresponding FAP depends on the assumed measurement error model and its random (within-group) and systematic (between-group) error variances, which are estimated while using data from previous inspections [3] . This paper reviews the parametric, semi-parametric, and non-parametric options for setting alarm thresholds in such grouped data. If both the within-group and between-group measurement errors have approximately normal distributions, then a parametric option that involves tolerance intervals [4] [5] [6] [7] [8] [9] [10] [11] for one-way ANOVA can be used. If either or both error distributions are not close to normal, then a semi-parametric method that is based on a Dirichlet process mixture [12] can be applied. A non-parametric method [13] could be used if there is enough data.
Materials and Methods
An effective measurement error model for operator and inspector data must account for variation within and between groups, where a group is, for example, a calibration period, inspection period, item, or laboratory. In this paper, a group is an inspection period. A typical model that assumes additive errors for the inspector (I) (and similarly for the operator O) is I jk = µ jk + S I j + R I jk (1) where for item k (from 1 to n) in group j (from 1 to g), I jk is the inspector's measured value of the true but unknown value µ jk , R I jk ∼ N(0, σ 2
RI
) is a random error, and S I j ∼ N(0, σ 2
SI
) is a short-term systematic error that arises due to metrology changes, most important of which is recalibration between inspection periods [1] [2] [3] 14] . For a fixed value of µ jk , the total variance of the inspector measurement is σ 2
RI
. The measurement error model in Equation (1) sets the stage for applying ANOVA with random effects [2, [15] [16] [17] [18] [19] [20] . Neither R I jk nor S I j are observable. If the errors tend to scale with the true value, then a typical model for multiplicative errors (with relative standard deviations (RSD) δ S and δ R ) is I jk = µ jk (1 + S I j + R I jk ) (2) where S I j ∼ N(0, δ 2
SI
), R I jk ∼ N(0, δ 2
RI
). As explained below, for a technical reason, the data model in Equation (2) 
SI
. For a fixed value of µ jk , the total variance of the inspector measurement is σ 2
RI
. Let O jk = µ jk 1 + S Oj + R Oj and I jk = µ jk 1 + S I j + R I j . Subsequently, the assumed model for the relative difference between operator and inspector is
for the operators declared value of item k from group j, R jk = R Ojk − R I jk ∼ N 0, δ 2 R is the net random error and
is the net short-term systematic error. In practice, while assuming no data falsification by the operator, Equation (3) can be calculated using the relative
, where o jk is used in the denominator to estimate µ jk , because typically
always being very small, 0.02 or less, in the IAEA application. Formally, a ratio of normal random variables has infinite variance [3, 21] . To define a ratio that has finite variance, a truncated normal can be used as the data model in Equation (2) for
, which is equal in distribution to 1 −
of the independent normal random variables z 1 and z 2 (for the case of one measurement per group; multiple measurements per group is treated similarly). Note that the unknown true value µ jk cancels in R, and then specifically, replace δ TO z 2 with, for example, the conditional normal random Stats 2019, 2 261 variable δ TO z 2 = δ TO z 2 {δ TO z 2 > −0.5} . The value −0.5 is an arbitrary but reasonable truncation value that is at least 25 standard deviations from the mean, and so such truncation would only take effect for a random realized value that is 25 or more standard deviations δ TO from the mean (an event that occurs with almost zero probability). The modified ratio then has finite moments of all orders, because the numerator has a normal distribution and the denominator is an independent truncated normal that is no smaller than 0.5 (so the mean of the ratio cannot exceed twice the mean of the numerator, and similarly for other moments). Therefore, because δ TO ≤ 0.02 and δ TI ≤ 0.05 (typically), does not appear to be approximately normal). Additionally, the expression for the approximate variance 
SO
(as confirmed by simulations in R [20] , and see [3, 21] ). In addition, the simulation-based tolerance intervals in Sections 4-6 are constructed by simulating the ratio of a normal to a truncated normal, so all of the simulation results are accurate for R =
(with a truncated data model for the denominator, as described above) to within very small simulation error arising from performing a finite but large number of simulations. To summarize this issue regarding a ratio of normal random variables, the parametric option using simulation assumes, as discussed, that the truncated ratio R =
, involves a normal distribution for the numerator and a truncated normal for the denominator; and, in many real data sets, this assumption is reasonable on the basis of normality checks. However, because
might not always appear to be approximately normally distributed, this paper also considers the semi-parametric and non-parametric alternatives to calculating alarm thresholds for the truncated version of d jk in Sections 5 and 6, respectively.
In some applications, all four error variance components must be estimated [1] [2] [3] [17] [18] [19] , but in this application, only the aggregate variances δ 2 S and δ 2 R need to be estimated. This paper's focus is on the total relative variance, δ 2 , (with δ T the total RSD, δ S the between-period short-term systematic error RSD, and δ R the within-period reproducibility) and k = 3 is a common current choice that corresponds to a small α of approximately 0.003 ifδ T = δ T .Therefore, the focus of this paper is a one-way random effects ANOVA [16] . Regarding jargon, note that the short-term systematic errors are fixed within an inspection period, but they are random across periods, so this is called a random effects ANOVA model [15] . Due to the estimation error inδ T , the actual FAP can be considerably larger than 0.05, as shown in Section 4.
The usual ANOVA decomposition is
where d jk = o jk − i jk for additive models and d jk = (o jk − i jk )/o jk for multiplicative models as assumed from now on (to avoid cluttering the notation, the "rel" subscript in
In Equation (4), SSW is the within group sum of squares, and SSB is the between group sum of squares. For simplicity, Equation (4) assumes that each group has the same number of measurements n. As usual ( is a difference of two independent χ 2 random variables. Kraemer [11] proposes a modified CI construction method for δ 2 S and investigates impacts of non-normality. [20] . The alarm limit on the right side of the plot in Figure 1 is estimated on the basis of the g = 3 sets of n = 10 values of d. Burr et al. [3] evaluates impacts on alarm probabilities of using estimates of δ 2 R and δ 2 S instead of the true quantities. As in Figure 1 , in some data sets, the between-group variation is noticeable when compared to the within-group variation. Figure 
Tolerance Interval Approach to Setting Alarm Thresholds

Many readers are probably more familiar with confidence intervals (CIs) than tolerance intervals (TIs). A CI is defined as an interval that, on average, includes a model parameter, such as a population mean with a stated confidence, often 95%. A TI is very similar to a CI, but it is defined as in interval that bounds a percentage of the population with a stated confidence, often bounding 95% of the population with confidence 99%. In the IAEA application, an alarm threshold is used that is assumed to correspond to a small false alarm probability (FAP), such as 5%, so the TI-based threshold bounds the lower (one-sided testing) or middle (two-sided testing) 95% of the population. Therefore, TIs are needed to control the FAP with high confidence (such as 99%) to be 5% or less.
Historical differences, such as d 1 , d 2 , . . . , d ng , are often used to estimate an alarm threshold for future measurements that has a small nominal α, such as α = 0.05. Accordingly, instead of requiring a CI for the true value µ, the need is to estimate a threshold denoted T 0.95 , which is the 0.95 quantile of the probability distribution of d corresponds to α = 0.05 in one-sided testing. In contrast to a CI, a TI is an interval that bounds a fraction of a probability distribution with a specified confidence (frequentist) or probability (Bayesian approach) [22] [23] [24] . Section 3 presents the Frequentist and Bayesian TI approaches, for the model X = µ + S + R, where, in this paper, X = (O − I)/O as computed with paired (O,I) data.
It is helpful to first review inference in a simpler setting without data being grouped by an inspection period. Suppose that data x 1 , x 2 , . . . , x n , x n+1 are collected from a distribution that is approximately normal with unknown mean µ and standard deviation σ, so X ∼ N(µ, σ). Assume that x n+1 is test data and that x 1 , x 2 , . . . , x n are the training data used to estimate µ and σ, while using the 2 , respectively. When constructing intervals of the form x ± kσ, the multiplier k can be chosen in order to have any user-desired confidence that the interval x ± kσ will include the true parameter µ. Specifically, for the commonly-used t-based CI, k = t 1−α/2 (n − 1), where 1 − α is the desired confidence and t 1−α/2 (n − 1) denotes the 1 − α/2 quantile of the t distribution with n − 1 degrees of freedom. For example, if n = 10, 20, or 30, then k = t 1−α/2 (n − 1) = 2.26, 2.09, or 2.05, respectively. Note that the well-known t-based CI is appropriate for ungrouped data. Or, if σ is known, then k = z 1−α/2 = 1.96, where z 1−α/2 is the 1 − α/2 quantile of the normal distribution (the commonly-used z-based CI).
The previous paragraph adopted a frequentist viewpoint (µ and σ are unknown constants), so the intervals are referred to as CIs. In repeated applications of training on n observations of X, a fraction of approximately 1 − α of these CIs for µ will include the true value of µ (and similarly for σ). The Bayesian viewpoint regards µ and σ as random variables. A prior distribution is assumed for both µ and σ and the training data are used via Bayes theorem to update the prior to produce a posterior distribution [24] , which is used to produce an interval that includes the true parameter with any user-desired probability (assuming that the data x 1 , x 2 , . . . , x n are approximately normal and the prior distributions for µ and σ are appropriate). The Bayesian approach is subjective, unless there is some objective means to choose the prior probability [24] .
Moving from inference about µ and σ, this paper reviews methods to use x 1 , x 2 , . . . , x n to calculate a thresholdT 1−α such that P(T 1−α ≥ T 1−α ) = p, where T 1−α is the true 1 − α threshold of the distribution of x. The methods are frequentist TIs and Bayesian prediction intervals, which include a specified fraction of at least 1 − α of future data, with p being the specified confidence in the frequentist TI approach and p being the posterior probability in a Bayesian approach [22, 23] . The frequentist TI estimators that are presented have the formT 0.95 =μ + kσ, where k is the coverage factor that depends on the sample size. In any Bayesian approach, probabilities are calculated with respect to the joint posterior distribution f posterior (µ, σ) for given x 1 , x 2 , . . . , x n [22] . In this context, in the Bayesian approach, µ and σ are random unknown parameters, so P(T 0.95 ≥ T 0.95 ) = P µ,σ (T 0.95 ≥ T 0.95 ) is computed with respect to µ and σ for given x 1 , x 2 , . . . , x n . The Bayesian approach that was used in the IAEA application generates observations µ and σ from the posterior probability, which can be used to compute the posterior meansμ andσ (the hat notation is somewhat non-standard in Bayesian literature, but it denotes the respective point estimate), which can then be used to numerically search for a suitable value of k to estimateT 0.95 =μ + kσ. In the frequentist approach,μ andσ are random, while µ and σ are fixed unknowns, so P(T 0.95 ≥ T 0.95 ) = P X 1 ,X 2 ,...,X n (T 0.95 ≥ T 0.95 ) is computed with respect to random samples of size n. A frequentist TI has an associated confidence, which is the long-run relative frequency that an interval such as (0,T 0.95 =μ + kσ) will include a future observation X from the same distribution as the training data used to estimateμ andσ. An exact expression for a TI is only available in the one-sided Gaussian case [4, 23] . However, good approximate expressions for many other cases are available [4] [5] [6] [7] [8] [9] [10] [11] . Alternatively, TIs can be estimated well by using a simulation to approximate an alarm threshold that is designed to contain at least 1 − α percent of future observations with a specified coverage probability p.
For the case X ∼ N(µ, σ), in one-sided testing, [4] the exact upper limit for a 1 − p TI upper bound is U = x + ks, where k = t n−1 (p = 1 − α, ncp = λ)/ √ n, where the noncentrality parameter λ = z p √ n, and z p denotes the pth quantile (p = 0.99 here) of the standard normal (mean 0, variance 1). For example, with n = 10, 20, or 30, k = 3.74, 2.81, and 2.52, respectively. Note that these values of k are larger than the corresponding values in a 1 − α CI for µ (2.26, 2.09, or 2.05, from above). Supplementary 1 provides example simulation results that can be compared to these exact results in order to illustrate the simulation approach.
Parametric Approaches
Most TI literature assumes an additive model, such as Equation (1) 
Frequentist Approach
The relative differences between inspector measurements and operator declarations of n items that are sampled for verification are modelled as X i = µ + S i + R i , as in Equation (3). The null hypothesis is H 0 : µ = 0, and δ T = δ 2 R + δ 2 S can be estimated by applying ANOVA, as described in Section 2, but τ = σ 2 S /σ 2 R is assumed to be known. If one assumesδ T = δ T , then choosing k = 1.96 corresponds to α = 0.05 (Gaussian approximation); however, as an example, if n = 10, paired measurements in each of g = 3 prior inspection periods are available, and σ S = σ R , then choosing k = 1.65 leads to an actual FAP of 0.05 or less, with a probability of 0.38. Therefore, one must choose a larger value of k than k = 1.65 in order to ensure a large probability p that α ≤ 0.05 [23] .
Unlike the single-component Gaussian case above, these values of k depend on the ratio σ S /σ R , which is unknown in practice, so approximate methods are needed (see Section 4.2). If one desires a high probability p = 0.99 that the actual FAP is as small as the nominal FAP, then the simulation in R [20] indicates that, instead of k = 1.96 in two-sided testing, for σ S = 0.25σ R , 1σ R , 4σ R , one must choose, for example, k = 3.02, 3.15, or 5.04, respectively, for g = 3, n =10. In one-sided testing, the required k values are 2.52, 2.94, or 4.23, respectively. These values of k are demonstrated by simulation to be accurate to the number of digits shown.
The simulation approach uses three steps, as follows: (1) Simulate n scaled difference in each of g groups from Equation (3); (2) Estimateσ T = σ 2 S +σ 2 R using ANOVA, as described in Section 2 and (3), use a grid search to find the value of k, such that forT 0.95 =μ + kσ T , the requirement P(T 0.95 ≥ T 0.95 ) = p is met, where p is a user-specified probability (the frequentist confidence level), such as p = 0.99. In the IAEA verification data, it is reasonable to assume that µ = 0, soT 0.95 = 0 + kσ T . Reference [10] provides an exact expression for a one-sided tolerance interval in the Gaussian case if σ 2 S /σ 2 R is known, using x + t ng−1 (λ, p = 0.99)S/ω, where
, and λ = z 1−α (1 + . As usual, the first unbiased estimate of σ 2
, is also an unbiased estimate of
(which is independent ofσ 2
W2
for Gaussian data [15] ). Therefore, a weighted average
and c 2 ∝
can be used to estimateσ 2 R , and thenσ 2
For g = 3 and n = 10, and δ R = 0.01, Figure 3 plots the required value of k versus δ S , such that P(d ≥ kδ T ) ≤ 0.05, with probability of at least p = 0.99. For the data in Figure 1 , for a two-sided interval expressed as 0 ± kσ T , if one assumes (correctly) that τ = 1, then the option 2 estimate is k = 2.34, if the weighted least squares option that is described above is used. If the weighted least squares option is not used, but usual ANOVA estimation is used, then k = 2.92. For the data in Figure 1 , for a two-sided interval expressed as , if one assumes (correctly) that then the option 2 estimate is k = 2.34, if the weighted least squares option that is described above is used. If the weighted least squares option is not used, but usual ANOVA estimation is used, then 
Bayesian Approach
Bayesian ANOVA, such as the one applied to data generated from Eq. (3), has been well studied [15, 24] ; however, Bayesian ANOVA using approximate Bayesian computation (ABC) has not been For the data in Figure 1 , for a two-sided interval expressed as , if one assumes (correctly) that then the option 2 estimate is k = 2.34, if the weighted least squares option that is described above is used. If the weighted least squares option is not used, but usual ANOVA estimation is used, then 
Bayesian ANOVA, such as the one applied to data generated from Eq. (3), has been well studied [15, 24] ; however, Bayesian ANOVA using approximate Bayesian computation (ABC) has not been 
Bayesian ANOVA, such as the one applied to data generated from Equation (3), has been well studied [15, 24] ; however, Bayesian ANOVA using approximate Bayesian computation (ABC) has not been well studied. ABC has some robustness in misspecifying the true probability distribution for the data, so it is the Bayesian choice that is evaluated here [17, 18] .
In any Bayesian approach, prior information regarding the magnitudes and/or relative magnitudes of δ 2 R and δ 2 S can be provided. If the prior is "conjugate" for the likelihood, then the posterior is in the same likelihood family as the prior, in which case analytical methods are available to compute posterior prediction intervals for quantities of interest. As a wide variety of priors and likelihoods can be accommodated, modern Bayesian methods do not rely on conjugate priors, but they use numerical methods to obtain samples of δ 2 R and δ 2 S from their approximate posterior distributions [24] . For numerical methods, such as Markov Chain Monte Carlo [23] , the user specifies a prior distribution for δ 2 R and δ 2 S and a likelihood (which need not be normal). ABC does not require a likelihood for the data (and, as in any Bayesian approach, ABC accommodates the constraints on variances through prior distributions [17, 18, [25] [26] [27] [28] [29] .
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The "output" of any Bayesian analysis is the posterior distribution for each model parameter, and so the output of ABC for data generated from Equation (3) Experience with ABC suggests that the ABC approximation to f posterior (θ x) improves if step (3) is modified to include a weighting factor, so that trial values of θ simulated from f prior (θ) that lead to very small distance d(S(x ), S(x)) are more heavily weighted in the estimated posterior [27] [28] [29] .
In ABC, the model has input parameters θ and outputs data x(θ), and there is corresponding real data x bs . For example, the model could be Equation (3), which specifies how to generate synthetic d data (denoted x here), and it does provide a likelihood; however, the true likelihood that is used to generate the data need not be known to the user. Synthetic data is generated from the model for many trial values of θ, and trial θ values are accepted as contributing to the estimated posterior distribution for θ| x obs if the distance d(x obs , x(θ)) between x obs and x(θ) is reasonably small. Alternatively, it is necessary to reduce the dimension of x obs to a small set of summary statistics S and accept trial values of θ if d(S(x obs ), S(x(θ)) < ε, where ε is a user-chosen threshold, for most applications. Here, for example, x obs = d = (O − I)/O data in each inspection group, and (x obs ) includes the within and between groups sums of squares. Specifically, the ANOVA-based estimator of
}, and the usual estimate of δ 2
Therefore, the quantitiesδ 2 R andδ 2 S are good choices for the summary statistics for ABC. Recall that, because trial values of θ are accepted if d(S(x obs ), S(x(θ)) < ε, an approximation error to the posterior distribution arises that several ABC options attempt to mitigate. Additionally, recall that such options weight the accepted θ values by the actual distance d(S(x obs ), S(x(θ)) (abctools package in R [20] ).
To summarize, ABC applied to data following Equation (3) consists of three steps: (1) sample parameter values of δ 2 R and δ 2 S from their prior distribution p prior (θ); (2) for each simulated value of θ in (1), simulate data from Equation (2); and, (3) accept a fraction of the sampled prior values in (1) by checking whether the summary statistics that are computed from the data in (2) satisfy d(S(x obs ), S(x(θ)) < ε. If desired, aiming to improve the approximation to the posterior, adjust the accepted θ values on the basis of the actual d(S(x obs ), S(x(θ)) value. ABC requires the user to make three choices: the summary statistics, the threshold ε, and the measure of distance d. Reference [25] introduced a method to choose the summary statistics that uses the estimated posterior means of the parameters based on pilot simulation runs. Reference [25] used an estimate of the change in posterior p posterior (θ), when a candidate summary statistic is added to the current set of summary statistics. Reference [26] illustrated a method to evaluate whether a candidate set of summary statistics leads to a well-calibrated posterior, in the same sense that is used in this paper; that is, nominal posterior probability intervals should have approximately the same actual coverage probability, and the posterior variance should agree with the observed MSE in testing.
Note that any Bayesian method can be regarded as approximate, because one almost never knows the exact prior probability distribution. However, from Section 2, S 2 W and S 2 B contain useful information regarding δ 2 R and δ 2 S , so this paper's ABC implementation uses S 2 W and S 2 B as summary statistics. There is also the need to choose the threshold ε, which can be done by a grid search to find suitable small ε, using two assessments to check whether the approximate posterior is sufficiently accurate. First, the quantiles of the estimated posterior should approximately provide the nominal coverage, which is analogous to the frequentist assessment that, for example, approximately 95% of 95% confidence intervals should contain the true parameter. Second, the estimated MSE (which is the variance of the posterior) should be approximately the actual MSE. In all cases considered here, ABC performs well on the two assessments, with actual coverage and MSE within 1% relative of the nominal coverage and MSE. Furthermore, ABC exhibits modest robustness, still exhibiting good agreement between nominal and actual coverage (and MSME), for example, by replacing the Gaussian with a t distribution with small degrees of freedom, such as five-degrees of freedom. As with any Bayesian method, sensitivity to the assumed prior can be an important topic; the results reported below assumed either a uniform prior (0, 0.20) on δ R and δ S , but the results are very similar for other moderately-wide priors, such as a gamma prior with appropriate parameters.
As in the frequentist option (Section 4.1.1), for the data in Figure 1 , for a two-sided interval expressed as 0 ± kσ T , if one assumes (correctly) that τ = 1, then with p = 0.99 for α = 0.05, the ABC estimate of k is k = 3.22 if the weighted least squares option that is described in Section 4.1.1 is used, or k = 3.60 if it is not used. Note that these values of k are not directly comparable to the frequentist values of k (2.34, and 2.92, respectively, in Section 4.1.1), because the Bayesian estimate of σ T behaves differently from the frequentist estimate of σ T . Option 2 uses a generalized confidence interval, which leads to an approximation that is based on the non-central t distribution, as in [8, 9] . Option 3 uses a bootstrap adjustment to a conservative approximation [5] . Option 4 uses generalized pivot quantities [7] . Option 5 uses variance recover estimation [6] . There are more approximations; not all are reviewed here, but see [9] for a partial review.
Approximate Tolerance Interval If
Reference [10] suggests to first construct a CI for τ, and then assumes that τ is known, set to an upper quantile of the CI (or prediction interval if using ABC). An interval that bounds τ with high confidence can be easily constructed [15] . However, the CI for τ can be prohibitively wide in this context, extending from 0.036 to 176 for the data in Figure 1 . For option 1, in the inspector verification data example, it is reasonable to assume an upper limit for The approximation for options 2-5 are given in [4] [5] [6] [7] [8] [9] [10] [11] . For example, option 2 from [8, 9 ] is
In the verification data example, it is reasonable to assume that µ = 0, so the term x is not needed in the approximation or in corresponding simulations. For the data in Figure 1 , for a two-sided interval expressed as 0 ± kσ T , not knowing τ leads to a much larger value, k = 11.2 for 99% confidence in 95% coverage. For 95% confidence in 90% coverage, k = 4.2. 
Semi-Parametric Approach
A semiparametric approach lies between the parametric and nonparametric extremes. F example, one semiparametric option is bspmma (which uses a dirichlet process prior) that can compared to the parametric case, and for a two-sided interval expressed as , requires k = for the data in Figure 1 . The R code bspmma [12] can be used in one-way random effects ANOVA estimate the posterior distribution of S. The acronym bspmma stands for Bayesian semiparamet models for meta-analysis [12] , and the R code uses model selection that is based on the Rado Nikodym derivative (a key concept in measure theory). The posterior distribution of R can obtained by any of several common approaches. The k = 4.2 result for the S + R distribution used parametric bootstrap [30] , in which sample i from the posterior distribution of S + R used bspmma generate the S value and from to generate the R value. The standard deviation sampled from the posterior distribution of .
The semi-parametric approach that was used in this context assumes that R has a norm distribution and S has an arbitrary (unknown) distribution. For the data in Figure 1 , for a two-sided interval expressed as 0 ± kσ T , a probability interval using ABC that bounds τ with probability p = 0.99 ranges from 0.06 to 4.5 for the data in Figure 1 . This probability interval is much narrower than the wide CI that is given in Section 4.2.1 in the frequentist approach (0.036 to 176), because a somewhat narrow prior was assumed, with a maximum assumed value of τ = 4, leading to 0 ± 5.2σ T (refer to Figure 4 for g = 3, n = 10 with τ = 4.5).
A semiparametric approach lies between the parametric and nonparametric extremes. For example, one semiparametric option is bspmma (which uses a dirichlet process prior) that can be compared to the parametric case, and for a two-sided interval expressed as 0 ± kσ T , requires k = 4.2 for the data in Figure 1 . The R code bspmma [12] can be used in one-way random effects ANOVA to estimate the posterior distribution of S. The acronym bspmma stands for Bayesian semiparametric models for meta-analysis [12] , and the R code uses model selection that is based on the Radon-Nikodym derivative (a key concept in measure theory). The posterior distribution of R can be obtained by any of several common approaches. The k = 4.2 result for the S + R distribution used a parametric bootstrap [30] , in which sample i from the posterior distribution of S + R used bspmma to generate the S value and from N(0,σ R i ) to generate the R value. The standard deviationσ R i is sampled from the posterior distribution of σ R i . The semi-parametric approach that was used in this context assumes that R has a normal distribution and S has an arbitrary (unknown) distribution. Interestingly, in this case, the covariance between MSB and MSW is 0, because cov(MSB, MSW) = µ 4,R −3σ 4 R ng , where µ 4,R is the fourth central moment, µ 4,R = E(R 4 ), and then because µ 4,R = 3σ 4 R for a normal distribution [15] , cov(MSB, MSW) = 0
Non-Parametric Approach
The nonparametric approach requires one or more observations from each of the 130 groups (inspection periods), which are far too many groups and observations to be practical. The basis for the nonparametric result of n = 130 is an application of order statistics [13] , and the expression for the required sample size n from the S + R distribution in model 2 is 1 − np n−1 + (n − 1)p n , where p is the desired probability. If the requirement is 95% probability that the tolerance interval that is based on that the interval X (n) − X (1) = max − min contains at least 95% of future values, then n = 93. Raising the requirement from 95% probability to 99% probability increases the required n to n = 130, as given.
Summary
This paper reviewed TI-based options to set alarm thresholds in random effects one-way ANOVA, using an example that involves inspector verification in which the inspections are the groups. In the example, within-group variance is random measurement error variance; between-group variance is systematic measurement error variance. There are no exact TI methods for two-sided testing in such data, even if both the random and systematic components are Gaussian.
Although the current practice of using 0 ± 3δ T has acceptably small FAP for a modest number of groups and observations per group, the main purpose of this review paper is to investigate when more formal TI-based methods might be preferred. Semi-and non-parametric options were also investigated. Future work will consider TI-based options when the metrology groups must be inferred from data, as in [31] . Funding: This research received no external funding.
